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1. PR7238 p ;. #% & gDNA paired-end ~ RNA paired-end ~ ChlIP %2 small RNA
sequence -
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MiSeq: Paired-End Read
2 x 250 base 10000 10000
(7 samples)
MiSeq: Paired-End Read
10000 50000 4 Gb
2 x 150 base
MiSeq: Paired-End Read
10000 60000 7 Gb
2 x 250 base
MiSeq: ChlIP Seq
25000 45000 15 M
1 x 50bp
MiSeq: Small RNA
10000 45000 15 M
1 x 50bp
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CHEEFATSF RS, DNAPEER = 0.3 ug/ul'RNA kR = 1 pg/ule
. DNA % & Z = 10ug (5 ug minimum) >

small RNA samples #7 % % & : ¥ total RNA sample = 30 ug °

MRNA-Seq #7 2 % & : ¥ total RNA sample = 30 ug -

. OD 260/280: DNA =1.8~1.95; RNA = 1.9; OD 260/230 = 1.7

FHRESFT R AYRE 0 B R & 200 ng DNA i3 1 % gel » DNA sample *t 7 #&
& PR smear ¥ & RNA 3 75200 ng total RNA §5 1.5 % gel- RNA sample z
28S5/18S=1.5> & #-%} B ZF R LA JRIEY -4 1+ o3P marker <7 & 2 major band
size o

. DNAsample ¥ ;3 ** TE buffer> RNA # w jppi w2558 > e A L € ¢
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MiSeq:

Paired-End Read 2 X 250 base

MiSeq:

Paired-End Read (# Run) | 2 x 150 base

MiSeq:

Paired-End Read (# Run) | 2 x 250 base

MiSeq:

ChlIP Seq 1 x 50bp

MiSeq:

Small RNA 1 x 50bp
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’}'3‘2 A Genome Conc. Vol. Amount oD oD

;f;i;isﬁ Size (Mb) (na/pl) | (un) (ng) 260/280 | 260/230

9.

10.

& fE % ~ 75 g (genomic DNA); c (cDNA); p (PCR product); t (total RNA); m (mRNA); | (ChIP-DNA)

(T A RAERE ) %P & & %52 marker < /] » Sample Mg, Marker Mg (* % EtBr)
(LA F%) prAmRida sz ImE s B8 ERAELERLE £

1. ﬁ % " %’ =3 R, DNAFEERZ= 0.3 ug/ul »RNA kR = 1 ug/ple

2. DNA % & % = 10ug (5 pg minimum) > small RNA samples #7 % % & 12 i¥ total RNA sample = 30 ug -
MRNA-Seq #+ g & & : i¥ total RNA sample = 30 ug -

3. OD 260/280: DNA =1.8~1.95; RNA = 1.9; OD 260/230 = 1.7

4, #HEHEITHRAYB PR ¥ S 100ngDNA B 1% gel » DNA sample *t & & Bﬂ & P & smear *
# RNA % % 5 200 ng total RNA 5 1.5 % gel - RNA sample 2. 28S/185>1.5» # #-% B 4k 0E > 5
JRF% Y # 4 + > P marker 9 & %2 major band size -

5. DNAsample # ;3 %+ TE buffer: RNA ¥ 11 FpR R E R FE AT I ES R E LSRR EE




